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<210> 1 

<211> 365 

<212> PRT 

<213> HOMO SAPIENS 

<400> 1 

Met Ala Gly Ser Ala Met Ser Ser Lys Phe Phe Leu Val Ala Leu Ala 
15 10 15 



He Phe Phe Ser Phe Ala Gin Val Val He Glu Ala Asn Ser Trp Trp 
20 25 30 



Ser Leu Gly Met Asn Asn Pro Val Gin Met Ser Glu Val Tyr He He 
35 40 45 



Gly Ala Gin Pro Leu Cys Ser Gin Leu Ala Gly Leu Ser Gin Gly Gin 
50 55 60 



Lys Lys Leu Cys His Leu Tyr Gin Asp His Met Gin Tyr He Gly Glu 
65 " 70 75 80 



Gly Ala Lys Thr Gly He Lys Glu Cys Gin Tyr Gin Phe Arg His Arg 
85 90 95 



Arg Trp Asn Cys Ser Thr Val Asp Asn Thr Ser Val Phe Gly Arg Val 
100 105 110 



Met Gin He Gly Ser Arg Glu Thr Ala Phe Thr Tyr Ala Val Ser Ala 
115 120 125 
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Ala Gly Val Val Asn Ala Met Ser Arg Ala Cys Arg Glu Gly Glu Leu 
130 135 140 



Ser Thr Cys Gly Cys Ser Arg Ala Ala Arg Pro Lys Asp Leu Pro Arg 
145 ^ 150 155 160 



Asp Trp Leu Trp Gly Gly Cys Gly Asp Asn lie Asp Tyr Gly Tyr Arg 
165 170 175 



Phe Ala Lys Glu Phe Val Asp Ala Arg Glu Arg Glu Arg lie His Ala 
180 185 - 190 



Lys Gly Ser Tyr Glu Ser Ala Arg lie Leu Met Asn Leu His Asn Asn 
195 200 205 



Glu Ala Gly Arg Arg Thr Val Tyr Asn Leu Ala Asp Val Ala Cys Lys 
210 " 215 220 



Cys His Gly Val Ser Gly Ser Cys Ser Leu Lys Thr Cys Trp Leu Gin 
225 230 235 240 



Leu Ala Asp Phe Arg Lys Val Gly Asp Ala Leu Lys Glu Lys Tyr Asp 
245 250 255 



Ser Ala Ala Ala Met Arg Leu Asn Ser Arg Gly Lys Leu Val Gin Val 
260 265 270 



Asn Ser Arg Phe Asn Ser Pro Thr Thr Gin Asp Leu Val Tyr lie Asp 
275 280 285 



Pro Ser Pro Asp Tyr Cys Val Arg Asn Glu Ser Thr Gly Ser Leu Gly 
290 295 300 



Thr Gin Gly Arg Leu Cys Asn Lys Thr Ser Glu Gly Met Asp Gly Cys 
305 " 310 315 320 



Glu Leu Met Cys Cys Gly Arg Gly Tyr Asp Gin Phe Lys Thr Val Gin 
325 330 335 



Thr Glu Arg Cys His Cys Lys Phe His Trp Cys Cys Tyr Val Lys Cys 
340 345 350 



Lys Lys Cys Thr Glu lie Val Asp Gin Phe Val Cys Lys 
355 360 365 
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<210> 2 

<211> 4428 

<212> DNA 

<213> HOMO SAPIENS 

<400> 2 



ttaaggaaat 


ccgggctgct 


cttccccatc 


tggaagtggc 


tttccccaca 


tcggctcgta 


60 


aactgattat 


gaaacatacg 


atgttaattc 


ggagctgcat 


ttcccagctg 


ggcactctcg 


120 


cgcgctggtc 


cccggggcct 


cgccccccac 


cccctgccct 


tccctcccgc 


gtcctgcccc 


180 


catcctccac 


cccccgcgct 


ggccaccccg 


cctccttggc 


agcctctggc 


ggcagcgcgc 


240 


tccactcgcc 


tcccgtgctc 


ctctcgccca 


tggaattaat 


tctggctcca 


cttgttgctc 


300 


ggcccaggtt 


ggggagagga 


cggagggtgg 


ccgcagcggg 


ttcctgagtg 


aattacccag 


360 


gagggactga 


gcacagcacc 


aactagagag 


gggtcagggg 


gtgcgggact 


cgagcgagca 


420 


ggaaggaggc 


agcgcctggc 


accagggctt 


tgactcaaca 


gaattgagac 


acgtttgtaa 


480 


tcgctggcgt 


gccccgcgca 


caggatccca 


gcgaaaatca 


gatttcctgg 


tgaggttgcg 


540 


tgggtggatt 


aatttggaaa 


aagaaactgc 


ctatatcttg 


ccatcaaaaa 


actcacggag 


600 


gagaagcgca 


gtcaatcaac 


agtaaactta 


agagaccccc 


gatgctcccc 


tggtttaact 


660 


tgtatgcttg 


aaaattatct 


gagagggaat 


aaacatcttt 


tccttcttcc 


ctctccagaa 


720 


gtccattgga 


atattaagcc 


caggagttgc 


tttggggatg 


gctggaagtg 


caatgtcttc 


780 


caagttcttc 


ctagtggctt 


tggccatatt 


tttctccttc 


gcccaggttg 


taattgaagc 


840 


caattcttgg 


tggtcgctag 


gtatgaataa 


ccctgttcag 


atgtcagaag 


tatatattat 


900 


aggagcacag 


cctctctgca 


gccaactggc 


aggactttct 


caaggacaga 


agaaactgtg 


960 


ccacttgtat 


caggaccaca 


tgcagtacat 


cggagaaggc 


gcgaagacag 


gcatcaaaga 


1020 


atgccagtat 


caattccgac 


atcgacggtg 


gaactgcagc 


actgtggata 


acacctctgt 


1080 


ttttggcagg 


gtgatgcaga 


taggcagccg 


cgagacggcc 


ttcacatacg 


ccgtgagcgc 


1140 


agcaggggtg 


gtgaacgcca 


tgagccgggc 


gtgccgcgag 


ggcgagctgt 


ccacctgcgg 


1200 


/—i -f- /-» j~k a /~t t~~* /"*r 

CLgcayccgc 


/"y <*"» /*t /~» t — » /t f r* 

gccgcgcycc 


t~> a a /"t/t a /-> \~ 
V_.(_-a.ciyycil»-.<-.L. 






ycyy l. Ly uyy 


12 60 


cgacaacatc 


gactatggct 


accgctttgc 


caaggagttc 


gtggacgccc 


gcgagcggga 


1320 


gcgcatccac 


gccaagggct 


cctacgagag 


tgctcgcatc 


ctcatgaacc 


tgcacaacaa 


1380 


cgaggccggc 


cgcaggacgg 


tgtacaacct 


ggctgatgtg 


gcctgcaagt 


gccatggggt 


1440 


gtccggctca 


tgtagcctga 


agacatgctg 


gctgcagctg 


gcagacttcc 


gcaaggtggg 


1500 


tgatgccctg 


aaggagaagt 


acgacagcgc 


ggcggccatg 


cggctcaaca 


gccggggcaa 


1560 


gttggtacag 


gtcaacagcc 


gcttcaactc 


gcccaccaca 
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caagacctgg 


tctacatcga 


1620 



ccccagccct 


gactactgcg 


tgcgcaatga 


gagcaccggc 


tcgctgggca 


cgcagggccg 


1680 


cctgtgcaac 


aagacgtcgg 


agggcatgga 


tggctgcgag 


ctcatgtgct 


gcggccgtgg 


1740 


gtacgaccag 


ttcaagaccg 


tgcagacgga 


gcgctgccac 


tgcaagttcc 


actggtgctg 


1800 


ctacgtcaag 


tgcaagaagt 


gcacggagat 


cgtggaccag 


tttgtgtgca 


agtagtgggt 


1860 


gccacccagc 


actcagcccc 


gctcccagga 


cccgcttatt 


tatagaaagt 


acagtgattc 


1920 


tggtttttgg 


tttttagaaa 


tattttttat 


ttttccccaa 


gaattgcaac 


cggaaccatt 


1980 


ttttttcctg 


ttaccatcta 


agaactctgt 


ggtttattat 


taatattata 


attattattt 


2040 


ggcaataatg 


ggggtgggaa 


ccacgaaaaa 


tatttatttt 


gtggatcttt 


gaaaaggtaa 


2100 


tacaagactt 


cttttggata 


gtatagaatg 


aagggggaaa 


taacacatac 


cctaacttag 


2160 


ctgtgtggga 


catggtacac 


atccagaagg 


taaagaaata 


cattttcttt 


ttctcaaata 


2220 


tgccatcata 


tgggatgggt 


aggttccagt 


tgaaagaggg 


tggtagaaat 


ctattcacaa 


2280 


ttcagcttct 


atgaccaaaa 


tgagttgtaa 


attctctggt 


gcaagataaa 


aggtcttggg 


2340 


aaaacaaaac 


aaaacaaaac 


aaacctccct 


tccccagcag 


ggctgctagc 


ttgctttctg 


2400 


cattttcaaa 


atgataattt 


acaatggaag 


gacaagaatg 


tcatattctc 


aaggaaaaaa 


2460 


ggtatatcac 


atgtctcatt 


ctcctcaaat 


attccatttg 


cagacagacc 


gtcatattct 


2520 


aatagctcat 


gaaatttggg 


cagcagggag 


gaaagtcccc 


agaaattaaa 


aaatttaaaa 


2580 


ctcttatgtc 


aagatgttga 


tttgaagctg 


ttataagaat 


tgggattcca 


gatttgtaaa 


2640 


aagaccccca 


atgattctgg 


acactagatt 


ttttgtttgg 


ggaggttggc 


ttgaacataa 


2700 


atgaaatatc 


ctgtattttc 


ttagggatac 


ttggttagta 


aattataata 


gtagaaataa 


2760 


tacatgaatc 


ccattcacag 


gtttctcagc 


ccaagcaaca 


aggtaattgc 


gtgccattca 


2820 


gcactgcacc 


agagcagaca 


acctatttga 


ggaaaaacag 


tgaaatccac 


cttcctcttc 


2880 


acactgagcc 


ctctctgatt 


cctccgtgtt 


gtgatgtgat 


gctggccacg 


tttccaaacg 


2940 


gcagctccac 


tgggtcccct 


ttggttgtag 


gacaggaaat 


gaaacattag 


gagctctgct 


3000 


tggaaaacag 


ttcactactt 


agggattttt 


gtttcctaaa 


acttttattt 


tgaggagcag 


3060 


tagttttcta 


tgttttaatg 


acagaacttg 


gctaatggaa 


ttcacagagg 


tgttgcagcg 


3120 


tatcactgtt 


atgatcctgt 


gtttagatta 


tccactcatg 


cttctcctat 


tgtactgcag 


3180 


gtgtacct t a 


aaactgttcc 


cagt gtact t 


gaacagt tgc 


atttataagg 


qqqqaaatqt 


3240 


ggtttaatgg 


tgcctgatat 


ctcaaagtct 


tttgtacata 


acatatatat 


atatatacat 


3300 


atatataaat 


ataaatataa 


atatatctca 


ttgcagccag 


tgatttagat 


ttacagctta 


3360 


ctctggggtt 


atctctctgt 


ctagagcatt 


gttgtccttc 
4/25 


actgcagtcc 


agttgggatt 


3420 



attccaaaag 


ttttttgagt 


cttgagcttg 


ggctgtggcc 


ccgctgtgat 


cataccctga 


3480 


gcacgacgaa 


gcaacctcgt 


ttctgaggaa 


gaagcttgag 


ttctgactca 


ctgaaatgcg 


3540 


tgttgggttg 


aagatatctt 


tttttctttt 


ctgcctcacc 


cctttgtctc 


caacctccat 


3600 


ttctgttcac 


tttgtggaga 


gggcattact 


tgttcgttat 


agacatggac 


gttaagagat 


3660 


attcaaaact 


cagaagcatc 


agcaatgttt 


ctcttttctt 


agttcattct 


gcagaatgga 


3720 


aacccatgcc 


tattagaaat 


gacagtactt 


attaattgag 


tccctaagga 


atattcagcc 


3780 


cactacatag 


atagcttttt 


tttttttttt 


ttttttttaa 


taaggacacc 


tctttccaaa 


3840 


caggccatca 


aatatgttct 


tatctcagac 


ttacgttgtt 


ttaaaagttt 


ggaaagatac 


3900 


acatcttttc 


ataccccccc 


ttaggaggtt 


gggctttcat 


atcacctcag 


ccaactgtgg 


3960 


ctcttaattt 


attgcataat 


gatatccaca 


tcagccaact 


gtggctcttt 


aatttattgc 


4020 


ataatgatat 


tcacatcccc 


tcagttgcag 


tgaattgtga 


gcaaaagatc 


ttgaaagcaa 


4080 


aaagcactaa 


ttagtttaaa 


atgtcacttt 


tttggttttt 


attatacaaa 


aaccatgaag 


4140 


tacttttttt 


atttgctaaa 


tcagattgtt 


cctttttagt 


gactcatgtt 


tatgaagaga 


4200 


gttgagttta 


acaatcctag 


cttttaaaag 


aaactattta 


atgtaaaata 


ttctacatgt 


4260 


cattcagata 


ttatgtatat 


cttctagcct 


ttattctgta 


cttttaatgt 


acatatttct 


4320 


gtcttgcgtg 


atttgtatat 


ttcactggtt 


taaaaaacaa 


acatcgaaag 


gcttattcca 


4380 


aatggaagat 


agaatataaa 


ataaaacgtt 


acttgtaaaa 


aaaaaaaa 




4428 


<210> 3 

<211> 2460 

<212> DNA 

<213> HOMO SAPIENS 












<400> 3 
cgtggcacgc 


gcggaagatt 


ctcagtgtcc 


ttacagagtc 


atcttccctg 


agccccggaa 


60 


gtgttggaaa 


acatttagcc 


ccttctttgg 


gaaactcagt 


ttctgatcag 


aatttttgtt 


120 


ttaccctggg 


gttgacagtc 


tcgccagagg 


tctcatttca 


tactgtcttt 


tcggatctga 


180 


tcctcttggt 


aaacaggcgg 


ggatgtttta 


ccctacagag 


ccgatgtatg 


tgtgagttcg 


240 


ctgtgagttc 


tttgagtgtc 


tcaaacttgt 


ggggcctttt 


ctcggttgca 


ctgggattga 


300 


agagggaaga 


ggcccaaggt 


gtttccgggc 


aagcggcggg 


gttaagtgga 


gatgcgactc 


360 


gtgaggctct 


cctttccgat 


ccccctttgg 


gacaccctct 


gcctacctct 


accctggagc 


420 


cagggagacc 


caagtcttgg 


tgaccggatg 


ggcccgctct 


cagttggcct 


gggctctggg 


480 


aactggtgga 


ctctccctgg 


gggcttcggg 


ctgggagtgg 


gttcggtttg 


tgtggcttcg 


540 
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gctctaacaa 


agagatccgc 


tgtaatccgc 


cgaatctgtt 


atcaat ttct 


ctgctgcttg 


600 


agccccgccc 


cacgcgcccc 


qcccqccqcq 


aagcttggaa 


aqtqcacqcq 

3 ^3 3 3 


gccagcacca 


660 


atctqqqccq 


ctgactcgga 


aacatgt cgc 


aqcqtqtqtq 

3 3 3 3 3 


tctatggacg 


cqtqtqaqtq 

3 3 3 3 3 


720 


tgtaaatgtg 


cacqaqtqtq 


aatgtgtatg 


atqtqtqtqc 

3 3 3 3 ^ 


acgcggcatc 


ggctgccctt 


780 


qqqqaqaqt t 


gact t tgcag 


cctqqqctqc 

333 3 


gegagaagea 


gaetttgeag 


cccactccct 


840 


cccct qqaqq 


aaat t tgaca 


ct taqqqcqq 

v-.*- ^"333^33 


qqqt qqqqaq 

333 3 3 3 3 3 


ataqecqqaq 

»- 3 *— »— 33"-*3 


cctt ctctct 


900 


cctaqctqqq 


gaaaccccag 


atttccat tc 


tecaggatge 


gccccccagc 


tttgcagcgt 


960 


ct tqqqqaca 


actqqcct qq 

3 3 33 


tqttqqaqcc 

*~ 3 ^333 


ctgettagea 


qqcqctqqqq 

3 3 3 3 3 3 3 


accacataag 


1020 


cat tcctctt 


tqqaqaaqcc 

^33^3^^3^^ 


ccgaagcgt c 


caggecaaag 


qqqqcqqt tc 

3333 w 33 


aeggaagaaa 


1080 


aacct tgcac 


gccct tgagc 


gcatagct tt 


accagggctg 


cctaggtccc 


gcctcttgcc 


1140 


ct t tt acggc 


acaggt t cca 


agccaggc t c 


ttcccaccgc 


ct t aaagagg 


ctcacct t t c 


1200 


ttttcttttc 


t gt ggaaggg 


get cct tea g 


qqqctatqqq 


egatgeagtg 


cqqcaqqqt t 


1260 


agact t acgt 


gt aagggga t 


ttttaaaacc 


cgct cct ccc 


acccgcaccc 


gccacctact 


1320 


cgct ccgccg 


ccgcct a cag 


gtggagaagt 


caccagtggg 


qaqqaacqqc 


aqcqqaaqct 

"3^33 w "3 


1380 


tccaaggcca 


act cct accc 


ctgaaat t ct 


t caqqaaqqq 


aaccttcgcc 


qctqqqqqqc 


1440 


t ct t tggcct 


ggaat cgat g 


cgcccagct g 


eggcteggaa 


gccagcgcct 


ctggccccgt 


1500 


ctggactcat 


ct gcaagggc 


t ctggcctcg 


ccccgcaccc 


ccacct t t eg 


ggactgaccg 


1560 


aaccaagt ct 


gagtt gggct 


ggagaggcta 


aactaaaaac 

3 tl ^ l -33 Ci 33^ 


aqqqt aacaa 


agtt ccaacg 


1620 


acaggctcgc 


agt gccgcga 


atggcaaagt 


gggccacaac 


cccagat cag 


gacccagaga 


1680 


aactggagt c 


t ct ct ctggg 


cctcccatct 


cctccctccc 


tggcaact ac 


caqqt tqtqq 

^"-"*33 v - w 3 3 3 


1740 


3 3 < -333 Ci 333 


agagt gaaaa 


atcaagaat t 


t gggagaaag 


ct qt qqqqaq 

^3 ^3333^3 


qqcaqqqaaq 


1800 


ggatccttct 


ccccggggaa 


gcgaga ccca 


gact ccct tc 


tttcctctag 


ggtt ccat cc 


1860 


ctt ct ct cag 


t ccgtggaag 


aggecacag g 


cqacqcqqqc 


qaqqqtqqca 


ct ct tt tcca 


1920 


gt ttcct tgg 


t t gggagacc 


cgacct ctct 


ctccat t ate 


ccct agggee 


cccatct cct 


1980 


t ct cccct cc 


ct agt ct ggc 


t gaagaacgt 


cct t aaggaa 


ateegggctg 


ct ct t cccca 


2040 


tct ggaagtg 


gctttcccca 


categget eg 


taaactgat t 


atgaaaca ta 


cgatgt taat 


2100 


tcggagctgc 


atttcccagc 


tgggcactct 


cgcgcgctgg 


tccccggggc 


ctcgcccccc 


2160 


accccctgcc 


cttccctccc 


gcgtcctgcc 


cccatcctcc 


accccccgcg 


ctggccaccc 


2220 


cgcctccttg 


gcagcctctg 


gcggcagcgc 


gctccactcg 


cctcccgtgc 


tcctctcgcc 


2280 


catggaatta 


attctggctc 


cacttgttgc 


tcggcccagg 


ttggtgagag 


gaeggagggt 


2340 
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gcccacagcg ggttcctgag tgaattaccc aggagggact gagcacagca ccaactagag 2400 
gggggccagg gggtgcggga ctcgagcgag caggaaggag gcagcgcctg gcaccagggc 24 60 



<210> 4 

<211> 585 

<212> PRT 

<213> HOMO SAPIENS 

<400> 4 

Met Ala Arg Pro Asp Pro Ser Ala Pro Pro Ser Leu Leu Leu Leu Leu 
1 5 10 15 



Leu Ala Gin Leu Val Gly Arg Ala Ala Ala Ala Ser Lys Ala Pro Val 
20 25 30 



Cys Gin Glu lie Thr Val Pro Met Cys Arg Gly lie Gly Tyr Asn Leu 
35 40 45 



Thr His Met Pro Asn Gin Phe Asn His Asp Thr Gin Asp Glu Ala Gly 
50 55 60 



Leu Glu Val His Gin Phe Trp Pro Leu Val Glu lie Gin Cys Ser Pro 
65 70 75 80 



Asp Leu Arg Phe Phe Leu Cys Thr Met Tyr Thr Pro lie Cys Leu Pro 
85 90 95 



Asp Tyr His Lys Pro Leu Pro Pro Cys Arg Ser Val Cys Glu Arg Ala 
100 105 110 



Lys Ala Gly Cys Ser Pro Leu Met Arg Gin Tyr Gly Phe Ala Trp Pro 
115 120 125 



Glu Arg Met Ser Cys Asp Arg Leu Pro Val Leu Gly Arg Asp Ala Glu 
130 135 140 



Val Leu Cys Met Asp Tyr Asn Arg Ser Glu Ala Thr Thr Ala Pro Pro 
145 150 155 160 



Arg Pro Phe Pro Ala Lys Pro Thr Leu Pro Gly Pro Pro Gly Ala Pro 
165 170 175 



Ala Ser Gly Gly Glu Cys Pro Ala Gly Gly Pro Phe Val Cys Lys Cys 
180 185 190 
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Arg Glu Pro Phe Val Pro lie Leu Lys Glu Ser His Pro Leu Tyr Asn 
195 200 205 



Lys Val Arg Thr Gly Gin Val Pro Asn Cys Ala Val Pro Cys Tyr Gin 
210 215 220 



Pro Ser Phe Ser Ala Asp Glu Arg Thr Phe Ala Thr Phe Trp lie Gly 
225 230 235 240 



Leu Trp Ser Val Leu Cys Phe lie Ser Thr Ser Thr Thr Val Ala Thr 
245 250 255 



Phe Leu lie Asp Met Asp Thr Phe Arg Tyr Pro Glu Arg Pro lie lie 
260 265 270 



Phe Leu Ser Ala Cys Tyr Leu Cys Val Ser Leu Gly Phe Leu Val Arg 
275 280 285 



Leu Val Val Gly His Ala Ser Val Ala Cys Ser Arg Glu His Asn His 
290 295 300 



lie His Tyr Glu Thr Thr Gly Pro Ala Leu Cys Thr lie Val Phe Leu 
305 310 315 320 



Leu Val Tyr Phe Phe Gly Met Ala Ser Ser lie Trp Trp Val lie Leu 
325 330 335 



Ser Leu Thr Trp Phe Leu Ala Ala Ala Met Lys Trp Gly Asn Glu Ala 
340 345 350 



lie Ala Gly Tyr Gly Gin Tyr Phe His Leu Ala Ala Trp Leu lie Pro 
355 360 365 



Ser Val Lys Ser lie Thr Ala Leu Ala Leu Ser Ser Val Asp Gly Asp 
370 375 380 



Pro Val Ala Gly lie Cys Tyr Val Gly Asn Gin Asn Leu Asn Ser Leu 
385 390 395 400 



Arg Arg Phe Val Leu Gly Pro Leu Val Leu Tyr Leu Leu Val Gly Thr 
405 410 415 



Leu Phe Leu Leu Ala Gly Phe Val Ser Leu Phe Arg lie Arg Ser Val 
420 425 430 
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lie Lys Gin Gly Gly Thr Lys Thr Asp Lys Leu Glu Lys Leu Met lie 
435 440 445 



Arg lie Gly lie Phe Thr Leu Leu Tyr Thr Val Pro Ala Ser lie Val 
450 455 460 



Val Ala Cys Tyr Leu Tyr Glu Gin His Tyr Arg Glu Ser Trp Glu Ala 
465 470 475 480 



Ala Leu Thr Cys Ala Cys Pro Gly His Asp Thr Gly Gin Pro Arg Ala 
485 490 495 



Lys Pro Glu Tyr Trp Val Leu Met Leu Lys Tyr Phe Met Cys Leu Val 
500 505 510 



Val Gly lie Thr Ser Gly Val Trp lie Trp Ser Gly Lys Thr Val Glu 
515 520 525 



Ser Trp Arg Arg Phe Thr Ser Arg Cys Cys Cys Arg Pro Arg Arg Gly 
530 535 540 



His Lys Ser Gly Gly Ala Met Ala Ala Gly Asp Tyr Pro Glu Ala Ser 
545 550 555 560 



Ala Ala Leu Thr Gly Arg Thr Gly Pro Pro Gly Pro Ala Ala Thr Tyr 
565 " 570 575 



His Lys Gin Val Ser Leu Ser His Val 
580 585 



<210> 5 

<211> 2334 

<212> DNA 

<213> HOMO SAPIENS 

<400> 5 



acccagggac 


ggaggaccca 


ggctggcttg 


gggactgtct 


gctcttctcg 


gcgggagccg 


60 


tggagagtcc 


tttccctgga 


atccgagccc 


taaccgtctc 


tccccagccc 


tatccggcga 


120 


ggagcggagc 


gctgccagcg 


gaggcagcgc 


cttcccgaag 


cagtttatct 


ttggacggtt 


180 


ttctttaaag 


gaaaaacgaa 


ccaacaggtt 


gccagccccg 


gcgccacaca 


cgagacgccg 


240 


gagggagaag 


ccccggcccg 


gattcctctg 


cctgtgtgcg 


tccctcgcgg 


gctgctggag 


300 


gcgaggggag 


ggagggggcg 


atggctcggc 


ctgacccatc 


cgcgccgccc 


tcgctgttgc 


360 


tgctgctcct 


ggcgcagctg 


gtgggccggg 


cggccgccgc 


gtccaaggcc 


ccggtgtgcc 


420 
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aggaaatcac 


gqtgcccatg 

Zj ZD zj zj 


tgccgcggca 


teggctacaa 


cctgacgcac 


atgcccaacc 


480 


agttcaacca 


cgacacgcag 


gaegaggegg 


gcctggaggt 


gcaccagttc 


tggccgctgg 


540 


tggagatcca 


atgctcgccg 


gacctgcgct 


tcttcctatg 


cactatgtac 


acgcccatct 


600 


gtctgcccga 


ctaccacaag 


ccgctgccgc 


cctgccgctc 


ggtgtgcgag 


cgcgccaagg 


660 


ccggctgctc 


gccqctgatg 

zj Zj zj zj 


cgccagtacg 


gcttcgcctg 


gcccgagcgc 


atgagctgcg 


720 


accgcctccc 


ggtgctgggc 

zj Zj Zj zj ZJ zj 


cgcgacgccg 


aggtcctctg 


catggattac 


aaccgcagcg 


780 


aggccaccac 


ggcgcccccc 


aggcctttcc 


cagccaagcc 


cacccttcca 


ggcccgccag 


840 


qqqcqccqqc 

zj zj zj zj j 3 


ctcggggggc 


gaatgccccg 


ctgggggccc 


gttcgtgtgc 


aagtgtcgcg 


900 


agcccttcgt 


gcccattctg 


aaggagtcac 


acccgctcta 


caacaaggtg 


cggacgggcc 


960 


aggtgcccaa 


ctgcgcggta 


ccctgctacc 


agccgtcctt 


cagtgccgac 


gagegcaegt 


1020 


tcgccacct t 


ctqqat aqqc 


ctqtqqtcqq 

zj zj zj Zj zj 


tgctgtgctt 


catctccacg 


tccaccacag 


1080 


tggccacct t 


cct cat cgac 


atggacacgt 


tccgctatcc 


tgagcgcccc 


atcatcttcc 


1140 


tgt cagcct g 


ctacctgt gc 


qtqtcqctqq 

zj zj " ^ Zj Zj 


gcttcctggt 


gcgtctggtc 


gtgggccatg 


1200 


ccagcgtggc 


ctgcagccgc 


gagcacaacc 


acatccacta 


cgagaccacg 


ggccctgcac 


1260 


tgt gcaccat 


cgtcttcctc 


ctggtctact 


tetteggcat 


ggccagctcc 


atctggtggg 


1320 


t catcctgt c 


get cacctgg 


ttcctggccg 


ccgcgatgaa 


gtggggcaac 


gaggecateg 


1380 


caaactacqq 


ccagtactt c 


cacctggctg 


cgtggctcat 


ccccagcgtc 


aagtccatca 


1440 


cggcactggc 


gctgagct cc 


qtqqacqqqq 

ZJ ZJZJ ZJZJZJZJ 


acccagtggc 


cggcatctgc 


tacgtgggca 


1500 


accagaacct 


gaactcgctg 


cggcgcttcg 


tgctgggccc 


gctggtgctc 


tacctgetgg 


1560 


tgggcacgct 


cttcctgctg 


qcqqqcttcq 

zj zj Zj zj 


tgtegctett 


ccgcatccgc 


agegtcatea 


1620 


aqcaqqqcqq 


caccaagacg 


qacaaqctqq 


agaagctcat 


gatccgcatc 


ggcatcttca 


1680 


cgctgctcta 


cacggtcccc 


gecagcattg 


tggtggcctg 


ctacctgtac 


gagcagcact 


1740 


accacqaqaq 


ctqqqaqqcq 


gcgctcacct 


gcgcctgccc 


gggccacgac 


accggccagc 


1800 


cgcgcgccaa 


gcccgagtac 


tqqqtqctca 

ZD ZJ ZJ ZJ 


tgctcaagta 


cttcatgtgc 


ctggtggtgg 


1860 


gcatcacgtc 


qqqcqtctqq 

zj zj zj zj z5 =3 


atctqqtcqq 


geaagaeggt 


ggagtcgtgg 


eggegtttea 


1920 


ccagccgctg 


ct gctgccgc 


ccqcqqcqcq 


gecacaagag 


cgggggcgcc 

ZJ ZJ Zj ZJ ZJ ZJ 


atggccgcag 


1980 


gggactaccc 


egaggegage 


gccgcgctca 


caggcaggac 


cgggccgccg 


ggccccgccg 


2040 


ccacctacca 


caagcaggtg 


tccctgtcgc 


acgtgtagga 


ggctgccgcc 


gagggactcg 


2100 


gccggagagc 


tgaggggagg 


ggggcgtttt 


gtttggtagt 


tttgecaagg 


tcacttccgt 


2160 


ttaccttcat 


ggtgctgttg 


ccccctcccg 


eggegacttg 


gagagaggga 


agaggggegt 


2220 
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tttcgaggaa gaacctgtcc caggtcttct ccaaggggcc cagctcacgt gtattctatt 2280 
ttgcgtttct tacctgcctt ctttatggga accctctttt taatttatat gtat 2334 

<210> 6 

<211> 570 

<212> PRT 

<213> RATTUS SP. 

<400> 6 

Met Arg Ala Arg Ser Ala Leu Pro Arg Ser Ala Leu Pro Arg Leu Leu 
15 10 15 



Leu Pro Leu Leu Leu Leu Pro Ala Ala Gly Pro Ala Gin Phe His Gly 
20 25 30 



Glu Lys Gly lie Ser lie Pro Asp His Gly Phe Cys Gin Pro lie Ser 
35 40 45 



lie Pro Leu Cys Thr Asp lie Ala Tyr Asn Gin Thr lie Met Pro Asn 
50 55 60 



Leu Leu Gly His Thr Asn Gin Glu Asp Ala Gly Leu Glu Val His Gin 
65 ^ 70 75 80 



Phe Tyr Pro Leu Val Lys Val Gin Cys Ser Pro Glu Leu Arg Phe Phe 
85 90 95 



Leu Cys Ser Met Tyr Ala Pro Val Cys Thr Val Leu Glu Gin Ala lie 
100 105 110 



Pro Pro Cys Arg Ser lie Cys Glu Arg Ala Arg Gin Gly Cys Glu Ala 
115 120 125 



Leu Met Asn Lys Phe Gly Phe Gin Trp Pro Glu Arg Leu Arg Cys Glu 
130 135 140 



His Phe Pro Arg His Gly Ala Glu Gin lie Cys Val Gly Gin Asn His 
145 150 155 160 



Ser Glu Asp Gly Thr Pro Ala Leu Leu Thr Thr Ala Pro Pro Ser Gly 
165 170 175 



Leu Gin Pro Gly Ala Gly Gly Thr Pro Gly Gly Pro Gly Gly Gly Gly 
180 185 190 
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Ala Pro Pro Arg Tyr Ala Thr Leu Glu His Pro Phe His Cys Pro Arg 
195 200 205 



Val Leu Lys Val Pro Ser Tyr Leu Ser Tyr Lys Phe Leu Gly Glu Arg 
210 215 220 



Asp Cys Ala Ala Pro Cys Glu Pro Ala Arg Pro Asp Gly Ser Met Phe 
225 230 235 240 



Phe Ser His His His Thr Arg Phe Ala Arg Leu Trp lie Leu Thr Trp 
245 250 255 



Ser Val Leu Cys Cys Ala Ser Thr Phe Phe Thr Val Thr Thr Ser Leu 
2 60 2 65 27 0 



Val Ala Met Gin Arg Phe Arg Tyr Pro Glu Arg Pro lie lie Phe Leu 
275 280 285 



Ser Gly Cys Tyr Thr Met Val Ser Val Ala Tyr lie Ala Gly Phe Val 
2 90 2 95 300 



Leu Gin Glu Arg Val Val Cys Asn Glu Arg Phe Ser Glu Asp Gly Tyr 
305 ~ 310 315 320 



Arg Thr Val Gly Gin Gly Thr Lys Lys Glu Gly Cys Thr lie Leu Phe 
325 330 335 



Met Met Leu Tyr Phe Phe Ser Met Ala Ser Ser lie Trp Trp Val lie 
340 345 350 



Leu Ser Leu Thr Trp Phe Leu Ala Ala Gly Met Lys Trp Gly His Ala 
355 360 365 



Ala lie Glu Ala Asn Ser Gin Tyr Phe His Leu Ala Ala Trp Ala Val 
370 375 380 



Pro Ala Val Lys Thr lie Thr He Leu Ala Met Gly Gin He Asp Gly 
385 390 395 400 



Asp Leu Leu Ser Gly Val Cys Phe Val Gly Leu Asn Arg Leu Asp Pro 
405 410 415 



Leu Arg Gly Phe Val Leu Ala Pro Leu Phe Val Tyr Leu Phe He Gly 
420 425 430 
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Thr Ser Phe Leu Leu Ala Gly Phe Val Ser Leu Phe Arg lie Arg Thr 
435 440 445 



lie Met Lys His Asp Gly Thr Lys Thr Glu Pro Leu Glu Arg Leu Met 
4 50 4 55 4 60 



Val Arg He Gly Val Phe Ser Val Leu Tyr Thr Val Pro Ala Thr He 
465 470 475 480 



Val He Ala Cys Tyr Phe Tyr Glu Gin Ala Phe Arg Glu His Trp Glu 
485 490 495 



Arg Ser Trp Val Ser Gin His Cys Lys Ser Leu Ala lie. Pro Cys Pro 
500 505 510 



Ala His Tyr Thr Pro Arg Thr Ser Pro Asp Phe Thr Val Tyr Met He 
515 520 525 



Lys Tyr Leu Met Thr Leu He Val Gly He Thr Ser Gly Phe Trp He 
530 535 540 



Trp Ser Gly Lys Thr Leu His Ser Trp Arg Lys Phe Tyr Thr Arg Leu 
545 550 555 560 



Thr Asn Ser Arg His Gly Glu Thr Thr Val 
565 570 



<210> 7 

<211> 1912 

<212> DNA 

<213> RATTUS SP. 

<400> 7 



aggggaaggc 


gcgcggtctc 


tgggttgggg 


gcgggggctg 


gggggcgccc 


aggagccgag 


60 


tggggggcgg 


cggccagcat 


gcgggcccgc 


agcgccctgc 


cccgcagcgc 


cctgccccgc 


120 


ctgctgctgc 


cactgctgct 


gctgccggct 


gccgggccgg 


ctcagttcca 


cggggagaag 


180 


ggcatctcca 


tcccggacca 


cggcttctgc 


cagcccatct 


ccatcccgct 


gtgcacggac 


240 


atcgcctaca 


accagaccat 


catgcccaac 


cttcttgggc 


acacgaacca 


agaggacgcg 


300 


ggcctggagg 


tgcatcaatt 


ctacccgctg 


gtgaaggtgc 


agtgctcgcc 


cgagctgcgc 


360 


ttcttcctgt 


gctccatgta 


cgctccggtg 


tgcacggtgc 


tggagcaggc 


catcccgccg 


420 


tgccgctcca 


tctgcgaacg 


cgcgcgccaa 


ggctgcgagg 


cgctcatgaa 


caagttcggc 


480 


ttccagtggc 


ccgagcgcct 


ccgctgcgag 


catttcccgc 


gtcacggcgc 


ggagcagatc 


540 
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t a cat aaocc 

Xj *w xJ VJ VJ ^ X-» x^- 


agaaccact c 


caaaaacaaa 
^y a yy wv, 3y u 


act cctgcgc 


t actcaccac 


cgcgccaccg 


600 


tctaaoctac 

l— V*- x~ X^ V-<- V*- xj 


aocct-ciciccic 

v* xj x—. X_ X^ XJ x^- 


tggt ggcacc 


ccgggcggcc 


ctacrcaat aa 


tggcgcgccc 


660 


ccgcgct a eg 


ccact ctgga 


gcaccct t tc 


cactgtcccc 


gcgtcctcaa 


qqtqccqtcc 


720 


t a t ct cagct 


at aagt t t ct 




gat t gtgccg 


cgccctgcga 


qcctqcacqq 


780 


cccgacggct 


ccatgtt ct t 


ctcgcaccac 


cacact cgt t 


t tgcccgt ct 


ctggat cctc 


840 


acataatcaa 

X-* X^ V** W Xj XJ W \— «• 


tgctgtgctg 


cget t ct act 


t t ct t caegg 


t caccacctc 


ttt agtggcc 


900 


atgeagegat 


tccgctaccc 


agagcggccc 


at catct t cc 


tqtccqqttq 


ctacaccatg 


960 


gtgtcagt gg 


cctacat tgc 


gggct t cgtg 


ct ccaggagc 


qcqtqqtqtq 


caacgagcgc 


1020 


t t ct ct cracrci 


aeggttateg 




cagggcact a 


agaaagaagg 


ctgtactata 


1080 


ct ct t ca t ga 


tgetctaett 


ct t cagt atg 


gecaget cca 


t ctggtgggt 


gat t ctgt cc 


1140 


ctcacctaat 

v_* i~ »w a, » x* xj xj 4— 


tCCtCTCICaCrC 

X-* x-* v— xj x_*» X^r 


coatataaaa 

x»-. V_J l_ X-* x^ ^ X-* x-4 xj 


t ggggccacg 


eggeca t cga 


ggccaat t eg 


1200 


raatarttrr 


C* X^r x^ V— X-^ X— r 


ctacraccrata 

x» x- xj x^ VA x-^ xj x* xj 


ccoaccatca 

x_-* x^* ^ x^ x^ x^- x^ x^ x^- 


aaacca t cac 


cat cctggcc 


1260 


ataaaccaaa 

Q x- XJ xj x_^ w CI x^ C* 


tcaacaacaa 

1— x-* CA X_> VJ xj tl 


cctactaaac 

Xv X#*» X- X^ Xw ^ X-* ^ x^- 


ggcgt gt get 


t cgt gggect 


ca ac a ggct g 


1320 


gacccgctgc 


gaggcttcgt 


gctggcgccg 


ct ct t cgt gt 


acc t gt t ca t 


eggcacat cc 


1380 


ttcctgctgg 


egggcttegt 


gtcactcttc 


cgcatccgca 


ccatcatgaa 


gcacgacggc 


1440 


arraaaarao 


aarrortaoa 

ci c^ v — c c^ v.- ^ y y ^ 


aaaactcata 

XJ CA Vj VA X-* X_^ CA x*. xA 


atacatatca 

XJ X- V_j X_-- V- X-*. X- x*^ \-j 


gcgtcttctc 


cgt get ct ac 


1500 


a. v — v — y u a v»» v — \-j \_j 


ci v — ca V- v — ca i— 


rafrnrpfcrr 

V— C4. C C^- C^ C VJ 


tart* trtata 

x~ CI x_> x-p l_ x_v V* CI V_ V_J 


ageaggect t 


ccgcgagcac 


1560 


hnnnanrnrt" 


y c cj a ci \j 


rraocactac 

V — C^ CI C^ V-^ Ck C— C CJ ^ — 


aaaancctaa 

C4 C4. xj d x-* Xv x- \-A x>l 


ccatccccta 

V— * \_*> X-* X- X^ Xf x*^ x^» v- 


cccggcccac 


1620 


tacacacccc 

x* C* x-4 v— » ^ x»^ x^» V_-» 


cicfic'ciirc'cico 

\-4 V*« CA C-' >-H C >^ * — ' — ' 


cgactt cacs 


gt ct acatga 


t caaat acct 


cat ga cget c 


1680 


atcgtgggca 


teaegteggg 


cttctggatc 


tggtceggea 


agaegctgea 


ctcgtggagg 


1740 


aagttctaca 


cgcgtctcac 


caacagccgg 


catggagaga 


ccaccgtgtg 


aageggtetc 


1800 


getgetggge 


gcccccctct 


cccaggtccg 


gactgcaacc 


gtgccctcct 


teacteggga 


1860 


ggggggtgca 


ccctacggac 


tcctatttta 


tttttttaaa 


taaagaacag 


tg 


1912 



<210> 8 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 8 

aatgtcttcc aagttcttcc tagtggc 27 

<210> 9 
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<211> 22 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> primer 



<400> 9 

gatgtcggaa ttgatactgg ca 



22 



<210> 10 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 10 

accacagtcc atgccatcac 20 

<210> 11 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 



<210> 12 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 12 

gtcctgggag cggggctttt ttctcttgga aagaaagt 38 

<210> 13 

<211> 46 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 



<400> 11 

tccaccaccc tgttgctgta 



20 



<400> 13 

agagttctta gatggtaaca ggaaattttt ctcttggaaa gaaagt 



46 



<210> 



14 
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<211> 47 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 
<400> 14 

tatttccccc ttcattctat actatctttt tctcttggaa agaaagt 



<210> 15 

<211> 48 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 15 

catagaagct gaattgtgaa tagatttttt ttctcttgga aagaaagt 



<210> 


16 


<211> 


38 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


probe 


<400> 


16 



gccctgctgg ggaagggttt ttctcttgga aagaaagt 



<210> 17 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 17 

cctccctgct gcccaaattt ttttctcttg gaaagaaagt 



<210> 18 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 18 

atcccaattc ttataacagc ttctttttct cttggaaaga aagt 



<210> 19 
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<211> 43 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 
<400> 19 

cttgttgctt gggctgagaa actttttctc ttggaaagaa agt 



<210> 20 

<211> 43 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 



<400> 20 

ggctcagtgt gaagaggaag gttttttctc ttggaaagaa agt 



<210> 21 

<211> 40 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 



<400> 21 

ccagtggagc tgccgtttgt ttttctcttg gaaagaaagt 



<210> 22 

<211> 49 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 



<400> 22 

cactgtactt tctataaata agcggttttt aggcatagga cccgtgtct 



<210> 23 

<211> 48 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 



<400> 23 

tttctaaaaa ccaaaaacca gaatttttta ggcataggac ccgtgtct 



<210> 24 



17/25 



<211> 
<212> 
<213> 



43 
DNA 

Artificial Sequence 



<220> 

<223> probe 
<400> 24 

aaaaatggtt ccggttgcat ttttaggcat aggacccgtg tct 43 



<210> 25 

<211> 57 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 25 

caaataataa ttataatatt aataataaac cactttttag gcataggacc cgtgtct 57 



<210> 26 

<211> 51 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 26 

agatccacaa aataaatatt tttcgtgttt ttaggcatag gacccgtgtc t 51 



<210> 27 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 27 

ccacacagct aagttagggt atgtgttttt taggcatagg acccgtgtct 50 



<210> 28 

<211> 49 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 28 

ttaccttctg gatgtgtacc atgtcttttt aggcatagga cccgtgtct 49 



<210> 29 
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<211> 47 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 29 

aacctaccca tcccatatga tggtttttag gcataggacc cgtgtct 47 



<210> 30 

<211> 45 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> probe 
<400> 30 

ctaccaccct ctttcaactg gtttttaggc ataggacccg tgtct 45 



<210> 31 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 31 

ccagagaatt tacaactcat tttggttttt taggcatagg acccgtgtct 50 



<210> 32 

<211> 46 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 32 

tcccaagacc ttttatcttg catttttagg cataggaccc gtgtct 46 



<210> 33 

<211> 49 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 33 

aggtttgttt tgttttgttt tgtttttttt aggcatagga cccgtgtct 49 



<210> 34 
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<211> 51 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 
<400> 34 

gtccttccat tgtaaattat cattttgttt ttaggcatag gacccgtgtc 



<210> 35 

<211> 49 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 35 

ttttccttga gaatatgaca ttcttttttt aggcatagga cccgtgtct 



<210> 36 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 36 

ggagaatgag acatgtgata tacctttttt taggcatagg acccgtgtct 



<210> 37 

<211> 48 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 37 

tctgtctgca aatggaatat ttgattttta ggcataggac ccgtgtct 



<210> 38 

<211> 48 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 38 

tcatgagcta ttagaatatg acggttttta ggcataggac ccgtgtct 



<210> 39 
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<211> 48 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 39 

aattttttaa tttctgggga ctttttttta ggcataggac ccgtgtct 48 



<210> 


40 


<211> 


52 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


probe 


<400> 


40 



aaatcaacat cttgacataa gagttttatt tttaggcata ggacccgtgt ct 52 



<210> 


41 


<211> 


46 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


probe 


<400> 


41 



ggggtctttt tacaaatctg gatttttagg cataggaccc gtgtct 4 6 



<210> 42 

<211> 51 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 42 

agaaaataca ggatatttca tttatgtttt ttaggcatag gacccgtgtc t 51 



<210> 


43 


<211> 


56 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


probe 


<400> 


43 



tactattata atttactaac caagtatccc tatttttagg cataggaccc gtgtct 56 



<210> 44 
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<211> 51 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 
<400> 44 

ctgtgaatgg gattcatgta ttatttcttt ttaggcatag gacccgtgtc 



<210> 45 

<211> 44 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 



<400> 45 

gctgaatggc acgcaattac tttttaggca taggacccgt gtct 



<210> 46 

<211> 46 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 
<400> 46 

aggttgtctg ctctggtgca gttttttagg cataggaccc gtgtct 



<210> 47 

<211> 47 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 47 

cacaacacgg aggaatcaga gagtttttag gcataggacc cgtgtct 



<210> 48 

<211> 45 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 



<400> 48 

gaaacgtggc cagcatcaca ttttttaggc ataggacccg tgtct 



<210> 49 
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<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 49 

tgtcctacaa ccaaagggga ctttttaggc ataggacccg tgtct 

<210> 50 

<211> 46 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 50 

gagctcctaa tgtttcattt cctttttagg cataggaccc gtgtct 



<210> 


51 


<211> 


46 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


probe 


<400> 


51 



agttttagga aacaaaaatc cctttttagg cataggaccc gtgtct 



<210> 52 

<211> 49 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 52 

gaaaactact gctcctcaaa ataaattttt aggcatagga cccgtgtct 

<210> 53 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 53 

attcttgggg aaaaataaaa aata 



<210> 54 



23/25 



<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> probe 



<400> 54 

gttcccaccc ccattattgc 



20 



<210> 55 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 55 

caaaagaagt cttgtattac cttttcaa 28 



<210> 56 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 



<210> 57 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 57 

aaaatgcaga aagcaagcta gca 23 

<210> 58 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 



<400> 56 

catatttgag aaaaagaaaa tgtatttct 



29 



<400> 58 

caaaaaatct agtgtccaga atcattg 



27 



<210> 59 



24/25 



<211> 19 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 59 

tcaagccaac ctccccaaa 

<210> 60 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> probe 

<400> 60 

ggatttcact gtttttcctc aaat 



<210> 
<211> 
<212> 
<213> 



61 
25 
DNA 

Artificial 



Sequence 



<220> 

<223> probe 
<400> 61 

taagtagtga actgttttcc aagca 



